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Join GitHub

“+*Open

“»*Sign up for GitHub

Username

Built for
developers

GitHubisac opment platform inspired by Password

the way you work. From open source to Create a password

bUSiﬂESS, ‘:\‘J’OU can h 0 St an d [’E'"v"l W CO d [f‘-l Use at least one letter, one numeral, and seven characters.

manage projects, and build software alongside

mi | ||C' ns OT C'J[hé‘ r l'.'_'JE‘"v"E| (0] Dé‘r‘S . By clicking "Sign up for GitHub", you agree to our terms of
service and privacy policy. We'll occasionally send you account

related emails.
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https://github.com/

pFindStudio organization

“*Goto
pLink2, pGlyco?2...

pFindStudio

htt, find.ict.ac.cn/

[ Repositories 2 People 0

Type: All v

Most used topics
pGlyco2
pGlyco is a software tool dedicated for the analysis of intact bioinformatics
glycopeptides/glycoproteins using mass spectrometry. X

mass-spectrometry proteomics
bicinformatics proteomics mass-spectrometry glycoproteomics

Updated & days ago

People 0>

i This crganization has ne public members.

mekz ‘You must be a member to see who's a part
plink is a software dedicated for the analysis of chemically cross-linked of this organization.

proteins or protein complexes using mass spectrometry.

ioinformatics proteomics mass-spectrometry cross-linking

Updated 8 days ago
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https://github.com/pFindStudio

Take pLink2 as an example

*» Goto
Click Watch and Star to keep in touch with us

pFindStudio / pLink2 ©Watch 1| KStar 0| YFork 0

<> Code Issues 0 Pull requests 0 Projects 0 Insights

pLink is a software dedicated for the analysis of chemically cross-linked proteins or protein complexes using mass

spectrometry. http://pfind.ictac.cn/software/pLink...

cross-linking protecmics mass-spectrometry bioinformatics
D) 2 commits ¥ 1 branch > 0 releases 4L 1 contributor
Find file Clone or download ™
‘ﬁ' Otjoy initialize Latest commit ef@e415 5 minutes ago
[E] README.md initialize 5 minutes ago

README.md

pLink 2

pLink® is a software dedicated for the analysis of chemically cross-linked proteins or protein complexes using mass

spectrometry.

pLink 2 is developed as an update of pLink 1. Compared with pLink 1, pLink 2 provides a graphical user interface, and is ~40
times faster with a new designed index structure. There are also some improvements on the precision.
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https://github.com/pFindStudio/pLink2

Post an issue

¢ Goto
Click New Issue

pFindStudio / pLink2 @Watch 1 #sStar 0 YFork 0
Code () lssues 1 Pull requests 0 Projects 0 Insights
Isissue isi;open Labels Milestones
(D 10pen « 0 Closed Author = Labels - Projects = Milestones « Assignee~  Sortw

(@ The first public beta version is released [ news

#1 opened 30 minutes ago by 01joy

) ProTip! Bookmark issues and pull requests to revisit later,

6 BIFind Studio


https://github.com/pFindStudio/pLink2/issues

Post an issue

» Goto
Click New Issue
Write title and comment, then submit

pFIﬁdSTUdIO / lenkZ @ Unwatch~ | 1 % Star 0 Yrork 0

Code (D) lssues 1 Pull requests 0 Projects 0 Wiki Insights Settings

fg ‘ Assignees
] 1
F
kL

Mo one—assign yourself

1]
[
it
’
L]
@
n

Write Preview M~ B | € <& >
Labels

MNone yet

Projects
None yet
Milestone
s
Attach files by dragging & dropping, selecting them, or pasting from the clipboard.

CI Styling with Markdown is supported

Mo milestone
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https://github.com/pFindStudio/pLink2/issues

Read official news

+» Filter i1ssues with label:news

pFindStudio / pLink2 @uUnwatch~ | 1 Hestar | 0 | ¥Fork 0

Code (@ Issues 1 Pull requests 0 Projects 0 Wiki Insights Settings

Labels Milestones m

Filters «

m Clear current search query, filters, and sorts

(@ 10pen + 0 Closed Author Labels Projects Milestones = Assignee~  Sortw

@ The first public beta version is released [ news |

#1 opened 37 minutes ago by 01joy

J ProTip! Notify someone on an issue with a mention, like: @01joy.
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“*Thank you!

“*Now you can post issues at GitHub.



